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timeline 
    title Publication timing 
      2013-01-01 : Zhang : DLBCL 
      2018-05-31 : Tiacci : PMBL 

Relevance tier by entity

Entity Tier Description

2 relevance in PMBL/cHL/GZL not firmly established

2 relevance in DLBCL not firmly established

Mutation incidence in large patient cohorts (GAMBL reanalysis)

Entity source frequency (% )

DLBCL GAMBL genomes 0.57

DLBCL Schmitz cohort 0.43

DLBCL Reddy cohort 1.60

DLBCL Chapuy cohort 0.43

Mutation pattern and selective pressure estimates

Entity aSHM Significant selection dN/dS (missense) dN/dS (nonsense)

BL No No 1.137 0

DLBCL No No 1.568 0

FL No No 0.000 0

[!NOTE] First described in DLBCL in 2013 by Zhang J
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STAT5B
NM_012448

STAT_int STAT protein, protein interaction domain

STAT_alpha STAT protein, all-alpha domain

STAT_bind STAT protein, DNA binding domain

SH2_STAT5b Src homology 2 (SH2) domain found in signal transducer and activator o ...

other phosphotyrosine binding pocket [polypeptide binding]

other hydrophobic binding pocket [polypeptide binding]

other homodimer interface [polypeptide binding]
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STAT5B Expression
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