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timeline
title Publication timing
2013-01-01 : Zhang : DLBCL
2018-05-31 : Tiacci : PMBL

Relevance tier by entity

Entity Tier Description

@ 2 relevance in PMBL/cHL/GZL not firmly established

2 relevance in DLBCL not firmly established

Mutation incidence in large patient cohorts (GAMBL reanalysis)

Entity source frequency (%)
DLBCL GAMBL genomes 0.57
DLBCL Schmitz cohort 0.43
DLBCL Reddy cohort 1.60
DLBCL Chapuy cohort 0.43

Mutation pattern and selective pressure estimates

Entity aSHM Significant selection dN/dS (missense) dN/dS (nonsense)

BL No No 1137 0
DLBCL No No 1.568 0
FL No No 0.000 0

['NOTE] First described in DLBCL in 2013 by Zhang J

View coding variants in ProteinPaint hg19 or hg38


https://pubmed.ncbi.nlm.nih.gov/23292937
https://morinlab.github.io/LLMPP/GAMBL/STAT5B_protein.html
https://morinlab.github.io/LLMPP/GAMBL/STAT5B_protein_hg38.html

300 400 500 600 700
@0.Glud54Gly

200

100

L

Protein length

GAMBL DLBCL
1 of 3 mutations

00
s
<<
- o 33
38
55
0<19861+11-0@ i
0<LL9TZ+LL-O @ =
~ D<0EE6Z+HLL-O @ S
,,,,,, X O<VEOBE+LL-0 @ (1]
o - Q 0<IGGIGHLI-O@——u
i W S V<OG9ZGHLL- 0@
c m o 8
— o 8 H o=
o [} o < o
- go S 5 00 L=
D= 3 i
o0 M 0<99EL0L+1L-0 @ N -
— 2 - &g
— b ) LLVOIePOzGeL+LL- €2GEL+LL- 0 @—— =i o
< A L<OLL6YL+1L-0 S 5 [ -
- k2 ] L<V6ZEGL+LL-0 % [ 1] -
% 5 VISPOESS L +1}-0 @—— o< -
3 P ¥ VOIPPL6IOL+LL- 9619}+1L -0 @—————— &5 .-
s = 5 1<0LL981+L1-0 / j23=] P
= 5 9<05008}+11-0@ ® 119Pp0L0Z+LL-0 PRy
..... = D<VEQL0Z+LL-D / cc -
< 0<VEGLOZ+LL -0 @——— 1<91060Z+LL-2 % S & @—
o 9<V0LL0Z-0L-"0 00— o=
..... A 9<VBLE0Z-0L-2
o 9<01L1Z42-01-0 @————— 9<V.5L0Z-01-2 % o-
3 OVIOPEEBEL-0L- 16661-01-0 @——
g S 9<10/861-01-0@— o
g T 9<0v0581-0L-0 @ vty iieihe 4
2 8 ® Lev6LeLL-0L-0@ 1<0SPLL1-0L-0 N (=
S = = V<108€9}-0}- 0 @——— V<10VPLL-0L-2 \ o=
-l —e S 1<D0£991-04-0
g 1<V686€E1-01-0 @————— 1<VS.2Y1-0L-"0 @————
O<VEEVEL-0L- O @—— V<O9LIEL-0L- O @———u <
VIOPYEBLLOL O @—— 14}
..... O<V66LL-0L-0@—————  1<0998.-01-0@ 9<1600L1-0L-0 3
- o~ 2
1<01597-0L-0@ L<O1780}-01-0 @————— ®
V<1€800}-0L-0 @——— e
V<OZ8EL-0L0 S
..... 1<0/995-0L-2 / [
8 9<VI0EP-04-"0
= =3 9<V5652-04-2
5 27 9<16LEL-0L0 V<06.5-01-0 @
g 5<0268-01-0 @ 1<0¥6E:01-2 L<00EL7-0L-0 @
1<088€€-0-"0 @——— 5
O<VLLIZ0L0 @ 5 -
g
O] p
X 2 & o=
..... g S
; S o
3 = -
° % 3 & X 9<LrL1Z+871 0@ -
8 5 3 ® 22 L<VOLZ621 0@ —
Z (@)] 21X L VIoPg.-6Z1 0 @—————— [ =
5 e S 2 o
..... ° < S8
2 3 o S o V<99821-982 0 @ <
o} i bt — R
g o 7 = ® — £%
2 ) - @ 2 o&%?%ﬁ.“ Y
& — i < D<V10.+0550 @ e o
] S < 55 =
..... s o 3 5 53 (
5 = S
] < o - ® ° o2
s S 5 S "R " R
& 25 2 = S. 93 oéiiﬁ:a./ <¥
c 5 5 [ = R & 28
..... g . 882 _ = a ce T ce o=
Ssifisg £ Sy g2 . 5
s g s E g2 [a b A 1<9986+9061 0 @ I3 =
5 8 2 2 = 2 3 1<08F1L+90610 a
BEEERE 2 oo 1 e oo
5 23 2
gsfsdis £ hd = g
..... ss2338% > o 9 5 11
° -0 8 £ 9 & n = A ./ 55
§E§ 3532 Sy o | T R 1<OL904-2061 23
8| c 82§53 m 8 O3 8 = 7&«&&820% So
- g S g < e B g (O] s ¥ D<196v-L061 0 @————— ®
St S E ST 5 V<O0EL+LL02 0@ =
E o m a 3 m c < B O<0EL6+LL02 0@ =
b8 B s s S - [ 3 [
£ Tk F o ° [%)) >
- 8 €< 5 E A 1
..... E®ao8kE 5 22 = ) QO™ =
e o C in| 1<0961-8202°0 @ oAl
. = i
gEggeee © & 9<v96, 0@ 33
»n nwnwnw o oo — 0| %
L (o .Wu I'm [
8% £ @ o — 2 el o2 a2 38
2y 3 S 2 — g ] =S S @ S
P o= © ] = = - Q=
Fs @ @og - 5] og o 8 m g as
®nw° = = 2 o o = 2 m 3 =3 =
z 835 E = §s z s E 2g
z
3 s 3 2 R 3 =6
- = ]

2

1565

5

@ MISSENSE, n

@ INTRON, n
@ UTR 3,n

STAT5B Expression


https://morinlab.github.io/LLMPP/GAMBL/STAT5B.html
https://morinlab.github.io/LLMPP/GAMBL/STAT5B_hg38.html
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